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https://www.lif.kyoto-u.ac.jp/dynamiclivingsystems/cat_microscopes/nsg/
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NextSeq 550 Y AT LINT+—I >V RIEB *

J0—tJLE U—RrE PONTvh
150 bp x 2 100 ~120 Gb
SEsyapueaell)
RX4EVTIVU—K 75bpx2 50~ 60 Gb
BA 8 BRFIVRU—R
75 bp x 1 25~ 30 Gb
T O—t)b 150 bp x 2 32 ~39 Gb
&R 1.38YVIIVU—R
BKX 2.6 BRXFPIVRJ—R 75 bp x 2 16 ~ 19 Gb

"R
o fAIR=—XICEHOBIERLREME
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RNA-seq 10~20M reads/H > 7L
—> 20~40Y >~ 7LD RIEE

ChlP-seq 20~50M reads/H > 7'
—> 8~20Y ¥ 7L D[RRI

DNA-seq
140 M bpDEPHBl:> a9 aInNI)D
FILY)VY—H5 VX B0x ALy )

—> ~28Y v I DRI

2,700 M bpD&%4p (Fl:=7R) @
FILYY—45v X (30x ALy D)

—> 1Y FIOEIF/ 5 v

https://jp.illumina.com/content/dam/illumina-marketing/apac/japan/documents/pdf/products/datasheets/nextseq-550-system-spec-sheet-770-2013-053-jpn.pdf
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- Total RNA - mRNA-seq

- Genomic DNA - DNA-seq (whole genome sequencing)

- Fragmented DNA - ChlP-seq, Cut&Run % &

c FAT7 VRIS SKBEBINBZGZEICIE.
LUTFOY Y 7ILVESEEFB L TWEESDBELHY £7°,
(B TABICDWTRIAICEEEVEATHLSHTEZEELHY ET)

sample conc. amount Quality
Purified .
DNA-seq genomic DNA > 20 ng/ul > 200ng No degradation
Purified
mRNA-seq total RNA > 50ng > 500 ng RIN > 8.0
ChiIP-seq Fragmented Y4 X9HmDE%R:
e DNA 100-400bp
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Center for Living Systems Information Science
(CeLiSIS)
https://www.lif.kyoto-u.ac.jp/celisis/
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